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Sequence listing- 

TaS J lZ : P ^ J 7430 baSS PairS nUCle ° tide of an alternative 

digs cDNA. Predicted start and stop codons are underlined. The first 328 
nucleotides are derived from the novel 5' exon 

5 S 11 Z : \ S T° predioted DLG5 ° £ 1919 -i» «** 

SEQ ID m: 3 shows th. sequence of the novel 5' sequence identified for 
algo . 

SEQ ID NO: 4 shows the proposed 5- sequence from EMBL entry AF352034 ' 
SEQ ID NO: 5 shows the putative promoter sequence for dlg5 
10 SEQ ID NO: 189 shows the 7269 base pairs nucleotide sequence of N- 
terminally truncated dlg5 cDNA. Predicted start and stop codons are 
underlined. The first 166 nucleotides are derived from the novel 5- UTR 
exon . 

SEQ ID NO: 190 shows the predicted N-terminally truncated DLG5 peptide 
15 sequence of 1809 amino acids derived from SEQ ID NO: 189. 

SEQ ID NO:l 

»SpI§Is=I 

» Issilllllif 



40 ^^sss^sssssss^sssssssss^^^ 



\C C AC GC AGGTG 
TACAGCGAGTAC 
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5 s^^^ 



^CTAGCTCC 

sccctgccc 



CCTCCACCTGCG 
5GACGCCTGAGC 
ICCCATGGGTCC 



^SplisIIls 



II=il=iipl| 



^^^^ 
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15 SEQ ID NO: 2 

- iiil 9HHBI 




50 SEP ID urf. 3 

GAGGCGGGAGGCGCCAAGGCGGAGCTGCTdCTCAAGCTGCTCTTGGCCAAGGAGCGGGACCACTTCCAGGACCTG 

55 seo mm, a 

SEP ID NT) ' § 

60 G^^GCTGTGGCCACGGGGGAGK^GGGTGGCGGCCGCGGGGCCCCGGTGAGCCGGGCCGGGKSTGCACGGGGGCCGAG 
GCGGCCTCCGAGCCGGGCCGGAGCTGTCGGGAGCCTGGGAAACACGGCCCAGGCGACTTTCTCCCGG^ 
GTCTTGCTCTGGGGGCGGCGCGCGGCCCGGCTTTCGGGGCGAGTTTTCTCGCGGGGCGGGC 
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CTGAGGGGGAGGGGGAGCATGCCCGGCTGGAGCCCGGCCTCGGGGCGCGCCCCGGCCGCCGTCCCCACCTCCGCC 

.^CTCCTTCTCCTCCTCCGTCTCCTCCTCCTCCTCTTCCAGTCCCGCCGCCGCG^GCCAACATGGCTGCGCTC 

CGGAGCCCGGGAGGCGGCCGCTGCTGAGCGCCGCCCGCCGCCCCGGGCCCCCAGCCCGCCCAGGCCCCGGCCCAT 

GGCTCCCGCCGCCTCACGGCTCCCGGCGCCCTAGGGCTGCTGCCGAGGTGCTCGCCTGCCCGCCCGCCGGCCTCG 
GGGGGCCCGGGAGGCGTCC 

SEP ID No: IRQ 

GAGGCGGGAGGCGCCAAGGCGGAGCTGCTGCTCAAGCTGCTCTTGGCCAAGGAGCGGGACCACTTC 

CGGGCGGCGCTGGAGAAGACGCAGCCTCACCTGCTGCCCATTCTCTACCTGAACGGCGTCGTCGGGCCGCCGCAG 

CCCGCCGAAGGCGCGGGTTCTACCTACAGCGTCCTGTCCACCATSCCCTCAGACTCAGAAAGCAGCAGCTCCCTC 

AGCAGTGTGGGCACTACCGGGAAGGCGCCGTCCCCACCACCCCTCCTCACTGACCAGCAAGTGAATGAGAAGGrTG 

GAGAACCTCTCCATTCAGCTGCGGCTGATGACCCGGGAGAGAAACGAGCTCCGCAAGCGCCTGGCCTTTGCTACG 

CATGGCACGGCCTTTGACAAGAGGCCCTACCACAGGCTGAATCCTGACTATGAGAGGCTGAAGATCCAGTGCGTG 

CGAGCCATGTCGGACCTGCAGAGCCTGCAGAACCAGCACACCAACGCCTTGAAGAGGTGTGAGGAGGTGGCCAAG 

GAGACTGACTTCTACCACACACTCCACAGCCGGCTCCTGAGTGACCAGACTCGGCTGAAGGATGACGTGGACATG 

CTGAGGCGGGAGAATGGK^AGCTGCTGCGGGiAGCGAAACCTGCTGCAGCAGTCATGGGAGGACATGAAGCGGCTC 

CACGAGGAGGACCAGAAGGAGATCGGTGACCTCCGTGCCCAGCAGCAGCAGGTGTTGAAGCACAACGGGTCATCC 

GAGATTCTCAACAAACTGTATGACACGGCCATGGACAAGTTGGAGGTGGTCAAGAAGGACTATGACGCCCTTCGG 

AAGAGGTACAGTGAGAAAGTCGCCATCCACAATGCAGACCTGAGCCGCCTGGAGCAGCTGGGGGAGGAGAACCAG 

CGGTTGCTGAAGCAGACAGAGATGCTGACCCAGCAGAGGGACACGGCCATCCAGCTGCAGCACCAGTGCGCCCTC 

TCCCTGAGGAGGTTTGAGGCGATCCACCATGAGCTGAACAAGGCCACGGCGCAGAACAAGGACCTGCAGTGGGAG 

ATGGAGCTGCTGCAGTCAGAGCTGACCGAGCTGAGAACCACGCAGGTGAAGACAGCAAAGGAGTCGGAGAAATAC 

AGGGAGGAGCGGGACGCTGTGTACAGCGAGTACAAGCTCATCATGAGTGAGCGTGACCAGGTCATCTCTGAGCTG 

GACAAGCTGCAGACCGAAGTGGAGCTGGCCGAGTCCAAGCTCAAGAGCAGCACATCTGAGAAGAAGGCGGCCAAT 

GAGGAGATGGAGGCGCTGCGGCAGATCAAAGACACGGTGACAATGGATGCTGGGAGAGCCAACAAGGAGGTTGAA 

ATCCTTCGAAAGCAGTGCAAGGCTCTGTGCCAGGAGCTGAAGGAAGCCCTCCAGGAGGCGGATGTGGCCAAGTGC 

CGGCGGGACTGGGCCTTCCAGGAGCGAGACAAGATTGTAGCAGAGCGTGACAGCATCCGGACACTGTGTGACAAC 

CTGAGGCGGGAGCGGGACCGTGCGGTGAGCGAGCTGGCTGAGGCCCTGCGCAGCCTGGATGACACCCGCAAGCAG 

AAGAATGATGTCAGCCGCGAGTCTGAAGGAGCTCAAGGAACAGATGGAATCCCAGTTGGAAAAGGAGGCCCGGTTC 

CGACAGCTGATGGCCCACAGCTCCCACGACTCGGCCATTGACACGGATTCCATGGAGTGGGAAACGGAAGTTGTA 

GAGTTCGAGAGGGAGACGGAGGATATTGACTTGAAGGCACTGGGGTTTGATATGGCAGAAGGTGTGAATGAGCCT 

TGTTTCCCGGGGGACTGTGGCATATTTGTCACTAAAGTGGACAAAGGAAGCATTGCTGATGGCCGCTTAAGGGTC 

AATGACTGGCTGCTGAGAATCAACGATGTGGACCTCATCAACAAGGACAAGAAGCAGGCCATCAAGGCGCTCCTC 

AATGGGGAGGGGGCCATCAACATGtGTCGTGCGGCGGAGGAAGTCCCTGGGTGGGAAGGTGGTCACGCCGCTGCAC 

ATCAACCTCAGTGGACAGAAAGACAGTGGCATCAGTCTGGAGAATGGAGTGTATGCTGCCGCTGTGCTGCCTGGA 

AGCCCTGCCGCTAAAGAAGGGTCCCTTGCTGTGGGAGACAGGATCGTTGCGATCAATGGCATTGCACTGGACAAC 

AAGTCTCTGAATGAATGTGAATCTCTGCTGCGGAGCTGCCAGGACTCCCTGACCCTGTCCCTCCTGAAGGTATTC 

CCTCAGAGCTCCTCGTGGAGTGGCCAGAACATTTTTGAAAATATCAAAGACTCTGATAAGATGCTGAGTTTTCGA 

GCCCATGGCCCGGAGGTCCAGGCTCATAACAAACGGAACTTGATACAGCACAATAACTCCACGCAGACAGACATC 

TTCTACACGGACAGGCTGGAAGACAGGAAGGAGCCAGGCCCCCCAGGAGGCAGCAGCTCCTTTCTGCATAAGCCA 

TTCCCTGGGGGACCCTTGCAGGTCTGCCCCCAGGCCTGTCCCAGTGCCTCTGAGCGTAGCCTGAGCTCCTTCCGC 

TCAGATGCCTCTGGGGACCGTGGCTTTGGGCTGGTGGACGTGCGTGGCCGGCGGCCACTGCTGCCCTTTGAGACC 

GAGGTGGGCCCCTGTGGGGTTGGGGAGGCCTCCCTGGACAAGGCAGACTCTGAAGGCTCCAACAGCGGCGGGACC 

TGGCCCAAGGCCATGCTCAGCTCCACGGCAGTGCCTGAGAAGCTCTCTGTTTATAAAAAGCCAAAGCAAAGAAAG 

TCCATCTTTCACCCTAACACTTTCAAACGCCCCCAGACACCCCCCAAAATAGACTACCTGCTTC 

CCTGCTCACTCTCCCCAGCCCTCCAAGAGGGCGGGGCCTCTGACACCCCCAAAACCTCCCAGAAGGAGCGACTCC 



WO 2004/109288 

. PCT/SE2004/000861 

ATTAAGTTCCAGCACAGGCTGGAGACTAGCTCCGAGTCAGAAGCCACTCTGGTGGGCAGCTCCCCATCCACTAGT 
.CCCCCGAGCGCCCT(^CCCCT<^CGTGGACCCCGGGGAGCCCATGCACGCATCACCCCCTCGCAAGGCCAG<MTC 
CGCATTGCTTCCAGCTACTACCCTGAAGGAGATGGGGACTCCTCCCACCTGCCGGCCAAGAAATCCTGTGATGAG 
GACCTCACCTCCCAGAAGGTGGATGAGCTGGGGCAGAAGCGTCGCCGGCCAAAATCTGCTCCCAGTTTTCGGCCG 
AAGCTTGCTCCAGTAGTGATTCCTGCTCAGTTCCTGGAGGAACAGAAGTGTGTCCCGGCCAGTGGAGAACTCTCC 
CCGGAGCTCCAGGAGTGGGCACCTVTACTCGCCTGGGCATTCCAGCCGGCACAGCAACCCCCCGCTATACCCTAGC 
AGGCCGTCTGTGGGCACTGTTCCCCGGAGTTTGACCCCCAGCACCACTGTGAGCTCCATCCTGCGGAACCCCATC 
TACACTGTGCGCAGTCACAGGGTCGGCCCCTGCAGCTCTCCACCTGCGGCCCGAGATGCTGGCCCCCAGGGTTTG 
CATCCCAGTGTCCAGCACCAGGGACGCCTGAGCCTGGACCTGAGCCACAGGACCTGCAGCGACTACTCCGAGATG 
AGAGCCACCCATGGGTCCAACTCACTGCCCTCCAGCGCCCGCCTGGGTTCTTCGAGTAACTTGCAGTTCAAGGCG 
GAACGCATTAAAATCCCATCAACACCAAGATATCCGCGGAGTGTCGTGGGCTCCGAGAGAGGTTCAGTGTCACAT 
TCTGAATGCAGCACTCCTCCACAGTCACCCCTGAACATCGACACCCTGTCCTCTTGTAGCCAGTCCCAGACCTCA 
GCCTCCACATTGCCCAGAATCGCTGTCAACCCCGCGTCCCTCGGGGAGCGGAGAAAGGACAGGCCTTATGTGGAG 
GAGCCACGCCACGTGAAGGTGCAGAAGGGCTCAGAGCCGCTGGGCATCTCCATCGTGAGTGGAGAGAAGGGCGGC 
ATCTACGTCTCCAAGGTGACCGTGGGGAGCATCGCTCACCAGGCTGGCCTCGAGTATGGGGATCAGTTACTGGAG 
TTCAACGGCATAAACCTGCGGAGCGCCACGGAGCAGCAGGCGCGGCTCATCATCGGGCAGCAGTGTGATACCATC 
ACCATCCTGGCCCAGTACAACCCCCACGTGCACCAGCTCAGCAGCCACTCCCGGTCCAGCTCACACCTGGACCCT 
GCCGGTACCCACTCCACTCTCCAGGGCAGTGGCACCACCACCCCGGAGCATCCATCTGTCATCGACCCACTGATG 
GAGCAGGACGAGGGGCCTAGCACCCCCCCAGCCAAGCAGAGCAGCTCCAGGATTGCGGGAGATGCCAACAAGAAG 
ACCCTGGAGCCACGCGTTGTCTTCATCAAAAAGTCCCAGCTGGAGCTTGGGGTGCACTTGTGTGGTGGGAACCTG 
CATGGGGTGTTTGTGGCCGAGGTGGAGGATGACAGTCCTGCCAAGGGTCCTGACGGCCTCGTGCCAGGGGACCTC 
ATCCTGGAGTATGGCAGCCTGGACGTGCGGAACAAGACAGTGGAGGAAGTCTATGTGGAGATGCTGAAGCCCAGG 
GATGGCGTCCGCCTGAAGGTGCAGTACCGCCCTGAGGAGTTCACGAAGGCCAAGGGCCTGCCTGGTGACAGCTTC 
TACATCAGGGCCCTGTACGACCGGCTGGCAGATGTGGAGCAAGAGTTGAGCTTTAAGAAGGACGACATCCTCTAC 
GTGGATGACACCTTACCCCAGGGCACGTTCGGGTCCTGGATGGCTTGGCAGCTGGACGAGAATGCCCAGAAGATC 
CAGCGCGGGCAGATTCCCAGCAAATATGTGATGGACCAAGAATTCTCCAGGAGGCTCAGCATGTCTGAAGTCAAA 
GATGACAATAGCGCCACAAAGACGCTGTCAGCGGCTGCACGCCGGTCCTTTTTTCGGAGGAAACACAAGCACAAA 
CGCAGCGGGTCCAAGGACGGGAAAGACCTGCTCGCCTTGGATGCCTTTTCCAGTGACTCCATTCCACTCTTTGAA 
GATTCGGTGAGCCTGGCCTATCAGCGGGTCCAGAAGGTGGACTGCACCGCTCTGAGGCCTGTCCTGATTCTGGGG 
CCTTTGCTGGACGTGGTGAAGGAGATGCTGGTGAATGAGGCTCCTGGCAAGTTCTGCAGATGTCCCCTTGAGGTG 
ATGAAGGCCTCCCAGCAGGCCATTGAGCGGGGTGTCAAAGATTGCCTGTTTGTCGACTATAAGCGGAGAAGCGGC 
CATTTCGATGTGACCACTGTGGCGTCAATAAAGGAGATCACAGAAAAGAACCGACACTGCCTCCTGGACATTGCT 
CCGCACGCTATTGAGCGGCTCCACCACATGCACATCTACCCCATTGTCATCTTCATCCACTACAAGAGCGCCAAG 
CACATCAAGGAGCAGAGAGACCCCATCTACCTGAGGGACAAGGTGACTCAGAGGCATTCCAAAGAGCAGTTTGAG 
GCGGCGCAGAAGCTTGAGCAGGAGTACAGCAGGTACTTCACAGGGGTCATCCAGGGAGGAGCCCTGTCAAGCATT 
TGCACTCAGATCTTGGCAATGGTCAATCAAGAACAAAATAAAGTCCTGTGGATTCCAGCCTGCCCGCTCTAGGAG 
AATGCTGTGCTGTGGATGACTGCAGCTGGCCGCCTGAGGGGACACCAGACTCAGCTCTTTTCTAGCGACTGAAAG 
TAGAAGTCTGTCCGTCTATGAACATGCGGGGGAAGGATCCGGAACCAGGACCCAGAAGCACCTCCTTTGTAGACA 
GAGGGCCACGGCTGCGTGCGATCCAGGCCCAGGCCCACACACTCTGCCCGTGTCACACGTGTGCTTTAACACAAA 
ACAGATAACACTAAAGACGGGTTCAGCACCCACCTTTCTTTAGCCAGCTGATCAGAGATGCTGCAAAGAGAACCT 
TTCGGATCACTCGTTTACAAGCCTTTTCTAAGTATTTGGTGGTTTATGTTTACTTGAACGGCTCCATGTTGCCGG 
TGCCCAGCCCCTGTCCCCTCTGTCAACCCCCTGTCGCTTTGGTGTTGGTTTCGTTCCCGTCTTCAGCAAAACGAC 
CTTGGAACCTCAATGGGGGCTGCTTTGCTTTGGGAGGTTCTTGTTGGTGGGACCAGAGCTTTGACAAACCTCCTG 
CTCCTTGGTGGCACCTCTCCTGGAAGGACGTCACAACTCCAGGTGCTCAGACTGCCTGTGGCAGCAGAACCAGTG 
CCTTTGGCATTTTCCTCCCACAATGGGGAAGGTGACTTTGGCATTCTTACAAACTCGTCTCTCGGCCTTTCTCTC 
CTGCCTTCCACAGCCTCTCGTTTCTCCTCCATCTGTGCTTATTACTTGAGGACTGTGTCTGCTCCGTGAGAGCTG 
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CGTGGGCAGGGCTGCAGTGGGGTCCAGGTGGTGTTCAGCTG' 



TGTAAGTCGTGACAGCCTTCATCAGTGCAA' 



TGCTGATGCCTGCCATTGGGTCCTCCTTAGGC 



TC 



TTGTCACTATCAACAGTCTAAAAAGAAAAACTGAGGTCTTTTTAATCTTGATTOCAGC^CTC^n^^ 

a^STTO^AAAAAGASACAAGT^^ 
0 GACAAACTATGAAAMCTCTAGACTATTC^ 

^^^ACAGGCAGAGTGGGACTGAGAT^GTACAGTGT 

SEP ID NO- ion 



EWEFERETEDIDLKAL 



^AGRANKEVEILRKQCKALCQELKEALQEADVAKCRRDWAFQERDKIVAERDSIB 
ALRSIiDDTRKQKNDVSRELKELKEQME S QL EKEARFRQLMAHS S HDS AIDTDSMEW 

GFDMAEGVNEPCFPGDCGIFVTKVDKGSIADGRLRYNDWLLRINDVDLINKDKKQA 



fPASGELS PELQEWAP Y 
tDAGPQGLHPSVQHQGR 



